Porcine circovirus-2 (PCV-2) infection is currently considered an important disease of swine. The pathogenic agent was first described in Brazil in 2000. This study detected the PCV-2 DNA in four Brazilian pig tissues collected between 1978 and 1979. This observation is the oldest description of this virus in Brazil.
PCV is one of the smallest viruses that replicates autonomously in mammalian cells and it is characterized as an icosahedral non-enveloped virus with 17 nm containing a single-stranded circular DNA genome with about 1.76 kb (9, 22) . Currently, two species of PCV are recognized, PCV-1 and PCV-2. PCV-1 was originally identified in the porcine kidney cell line (PK15) (22) and is being considered a nonpathogenic virus. PCV-2 is associated with postweaning multisystemic wasting syndrome (PMWS) (3, 8, 10) . PCV-2 is usually associated to porcine dermatitis and nephropathy syndrome (PDNS), abortions, reproductive failure in sows, respiratory porcine disease complex and PMWS (13, 17, 21, 23) . The association of PCV-2 with any of these diseases is currently named as PCV-2 associated diseases (PCVAD). PCVAD are considered as important swine diseases causing significant economic losses in swine worldwide industry (2, 11, 18) . PCV-2 infection was first described in Canada in 1991 associated to PMWS (7) . This agent has a worldwide distribution (1), including Brazil, where it was first described in 2000 (5) . Since the first record, retrospective studies with stored tissues have been conducted in several countries and used techniques such as in situ hybridization (ISH), immunohistochemistry using monoclonal antibody or nested-PCR. Considering these studies, PCV-2 was detected in Spain in lung and lymph node stored tissues from 1986 (19) Alternatively, the samples was tested using the nested PCR previously described by Lyoo et al. (14) . The nested PCR products were purified and sequenced by the commercial (Table 1) . PCV-2 from 1978 in Brazil The detection of PCV-2 in stored tissues from years before 1997 was also observed in other countries (12, 19) , even in Brazil (6). According to Segalés et al. (20) Furthermore, the utilization of qPCR in a retrospective study opened a new way to investigate the evolution of PCV-2 in a worldwide perspective.
